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Role of the candidate aldoketoreductase in the progression of ovarian aging
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3,200,000

hCG
1B7(AKR1B7) AKR1B7
RNA-seq
AKT SF1

CYP17A1
AKR1B7

1B

Through comprehensive gene expression analysis of mouse ovaries, we have
found that aged ovaries show a significant decrease in aldoketoreductase 1B7 (AKR1B7) in the
interstitial/theca cell layer as well as hCG response. Ovaries in AKR1B7-deficient young mice were
analyzed to understand what kind of abnormalities occurred during hCG response. Aberrations in lipid

synthesis were presumed from RNA-seq analysis, and a decrease in phospholipid content and AKT
activity was actually observed. In addition, we observed decreased expression of the downstream gene
of SF1, which has a phospholipid ligand, decreased downstream progesterone-metabolizing enzyme
CYP17Al, increased blood levels of progesterone, and prolonged estrous cycle. As described above, an

aberrations in lipid synthesis due to decreased AKR1B7 was involved in the progression of ovarian
aging.
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