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The number of breast cancer cases in Japan is 90,000 annually, and among
them, nearly 70% patients have hormone receptor-positive/HER2-negative breast cancer.Although the
prognosis is generally good with postoperative hormone therapy, early recurrence and late recurrence

after more than 10 years are also experienced. Therefore, we conducted an analysis using specimens
and clinical information from clinical trials of preoperative hormone therapy, with the aim of
predicting treatment-resistant cases of hormone therapy and elucidating the mechanism of treatment
resistance.

Focusing on the changes in the immune system during breast cancer treatment, we conducted analysis
of the expression of immune-related protein and a detailed expression analysis using nCounter to
elucidate the changes in the expression of the immune system in cancer tissues due to hormone
therapy.
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