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A reserch of innovative therapies for hormone treatment-resistance Breast Cancer
by targeting apoptosis-related molecules

Kato, Akiko
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We investigated the association between BAG2 gene expression and prognosis
of breast cancer patients in our hospital. Preliminary experiments showed that patients with high
BAG2 gene expression had a poor prognosis and BAG2 gene expression was an independent poor
prognostic factor in breast cancer. Furthermore, high BAG2 gene expression also showed a poor
prognosis in ER-positive breast cancer patients who were treated with hormone therapy.

Based on these results, we investigated this research with the increased number of patients and the
prolonged observation period. However, no significant association was found between BAG2 gene
expression and prognosis, and the same was shown for ER-positive patients. In addition, BAG2 gene
expression did not show correlation with cathepsin B gene expression and caspase 3 gene expression.
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Table 1. BAG2

All patients BAG2mRNA expression P value
n (%) High n(%) Low n(%)
Age (median, range) 55 (25-94) 307(50) 307 (50) 04
Menopausal status 614 0.48
Pre 257 (42) 132(51)  125(49)
Post 350(57) 173(49)  177(51)
Unknown/male 7 1) 2 (29) 5 (71)
Tumor size 614 0.004
<2cm 233(38) 134 (58) 99 (42)
>2cm 380(62) 172(45)  208(55)
Unknown 1 (0.2) 1 (100) 0 (0)
Nodal status 614 0.64
Negative 336(55) 164(49)  172(51)
Positive 253(41) 132(52) 121(48)
Unknown 25 (4) 11 (44) 14 (56)
Grade 614 <0.0001
1 165(27) 103(62) 62 (38)
2 179(29) 95 (53) 84 (47)
3 255 (42) 95 (37) 160(63)
Unknown 15 (2) 14 (93) 1 (7)
Histology 614 0.015
IDC 544(89) 271(49)  273(51)
ILc 28 (4) 20 (71) 8 (29)
Others 41 (7) 15 (37) 26 (63)
Unknown 1 (0.2) 1 (100) 0 (0)
ER status 614 0.12
Positive 480(78) 248(51)  232(49)
Negative 133(22) 58 (44) 75 (56)
Unknown 1 (0.2) 1 (100) 0 (0)
PgR status 614 0.02
Positive 428(70) 227(53)  201(47)
Negative 185(30) 79 (43)  106(57)
Unknown 1 (0.2) 1 (100) 0 (0)
HER?2 status 614 0.28
Positive 83 (14) 35 (42) 48 (58)
Negative 508(82) 261(51)  247(49)
Unknown 23 (4) 11 (48) 12 (52)
Adjuvant therapy 614 0.043
ET alone 250 (40) 128(51)  122(49)
CT alone 94 (15) 37 (39) 57 (61)
ET+CT 216(35) 118(55) 98 (45)
None 47 (8) 23 (49) 24 (51)
Unknown 7 (1) 1 (100) 6 (0)
Endocrine therapy 614 0.014
Yes 466 (76) 246(53)  220(47)
No 140(23) 60 (43) 80 (57)
Unknown 8 (1) 1_(12) 7 (88)
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