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The etiology of biliary atresia gBA) is unknown, but maternal-fetal immune
interactions have been proposed as a possible etiology of BA. However, whether maternal chimeric
(MC) cells circulate in the peripheral blood and the role of MC cells in the etiology of BA remain
unclear. We have classified postoperative patients with BA into good and poor prognosis groups and

qguantified the DNA of maternal chimeric cells in the peripheral blood using gPCR.
We found that significantly more MC cells were detected in the peripheral blood mononuclear cells of

the poor prognosis group, and the detection of maternal-derived cells in the peripheral blood
mononuclear cells was significantly associated with poor prognosis.
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