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We investigated the relationship between ASNS mRNA expression and
clinicopathological factors or prognosis in breast cancer patients. We found no relationships
between ASNS mRNA expression and metastasis and prognosis. We also found that high ASNS mRNA
expression was associated with ER-positive, HER2-negative, low-grade tumors and invasive lobular
carcinoma, which are considered to have a favorable prognosis.
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Table 1. _
All patients ASNS mRNA expression
*P=0.02 3 High Low
P=0.47 n (%) n (%) n (%) P value
] Patients 558 279 279
2 Mean + SD, ) 563 +13.5 56.8+13.5 559+135 0.47
cal , (years (25-94) (28-92) (25-90) ’
Gender 0.49
; Male 2(1) 0 2 (1)
¥ o Female 556 (99) 279 (100) 277 (99)
FE % é # Menopausal status 0.19
B i i Pre 221 (40) 117 (42) 113 (41)
0 Post 230 (59) 161 (58) 160 (57)
Hen2=  [HERZY I R G Unknown 7(1) 1 6(2)
Histology 0.003*
IDC 493 (89) 240 (88) 253 (91)
2001 ILC 24 (4) 20 (7) 4(1)
—_ Others 41(7) 19 (5) 22 (8)

2
Tumour grade

ASNS Asparagine synthetase, SD standard deviation, /DC invasive ductal carcinoma,
ILC invasive lobular carcinoma. *P<0.05 was considered statistically significant.
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Figure 3. Kaplan-Meier Curve for Breast Cancer Patients
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Table 2.
Disease-free survival Breast cancer specific-survival
Variables n (%) Univariate Multivariate Univariate Multivariate
) Pvalue Pvalue HR (95% CI) P value Pvalue HR (95% CI)
Tumor size 558
<2cm %‘%17) 1 (Reference) 1 (Reference)
331 0.04 0.33 1.20 <0.01 0.04 1.81
>2cm . .
59) (0.83-1.75) (1.03-3.19)
Nodal status 530
Negative ?5071) 1 (Reference) 1 (Reference)
<0.001 <0.01* <0.001 <0.01*
o 229 3.58 4.22
Positive 43) (2.48-5.19) (2.54-7.22)
Grade 548
1,2 ?5052) 1 (Reference) 1 (Reference)
246 0.003 0.06 1.18 0.03 0.32 1.28
. 45) (0.82-1.68) (0.79-2.07)
ER status 558
Positive ?,;‘93) 1 (Reference) 1 (Reference)
115 <0.01 0.08* 1.80 <0.01 0.02* 1.97
Negative ' :
21) (1.17-2.77) (1.12-3.48)
HER?2 status 536
Negative ?f? 61) 1 (Reference) 1 (Reference)
N 75 0.02 0.38 124 0.16 0.78 1.10
Positive (14) (0.77-1.98) (0.57-2.10)
ASNS mRNA 558
expression
High (25709) 1 (Reference) 1 (Reference)
Low 279 0.72 0.92 098 0.40 0.99 0.99
(50) (0.69-1.39) (0.62—-1.60)
ASNS Asparagine synthetase, ER estrogen receptor, HER2 human epidermal growth
factor receptor 2, HR hazard ratio, CI confidence interval. *P<0.05 was considered
statistically significant.
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