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Diagnostic Method for Treatment Resistance of GIST by ctDNA Monitoring Using an
PVA Sponge
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Last year, we conducted a feasibility study of real-time PCR using the PVA
sponge method. We examined the condition setting of real-time PCR using the PVA sponge method, and
developed a more stable and quantitative column method. In addition, we developed a direct method
for efficient measurement of a large number of samples in a real clinical setting.

In this year, we further demonstrated the superiority of the PVA sponge method (column method)
over existing cfDNA assay kits using blood samples from healthy subjects, GIST patients, and cancer
patients, and also demonstrated that the PVA sponge method is more efficient in collecting cfDNA
than the existing cfDNA assay kits, and that the PVA sponge method can be used with several sizes of

cfDNA samples regardless of the size of the samples. The method was shown to be capable of
recovering and measuring cfDNA.
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