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Discovery of pancreatic cancer microenvironments by gene expression mapping and
metabolome mapping.

TORATA, Nobuhiro
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To discover of pancreatic cancer microenvironments, correlation between
amount of cancer associated fibroblasts(CAF) and pancreatic cancer cell differentiation are
analyzed. Positive correlation between cancer cell differentiation and amount of CAF, in which has a

potential of cancer cells proliferation, is detected by using human pancreatic cancer organoid
assay. Positive correlation between cancer cell differentiation and expression of cholesterol
synthesis related genes, especially mevalonate pathway, is also detected by comprehensive gene
expression analysis. Additionally, well differentiate pancreatic organoid indicated significant
growth suppression by medication of simvastatin which is an inhibitor of HMG-CoA reductase in
comparison with poorly differentiated one.
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