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Identification and functional analysis of telomerase suppressor genes in
pancreatic cancer using chromosome engineering
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Pancreatic cancer has an approximateIK 10% five-year survival rate, which is
a remarkably poor prognosis compared to other cancers, and the development of new therapeutic

targets is an urgent issue. Telomerase, on the other hand, has little function in normal cells, but
is commonly activated in many carcinomas, thus attracting attention as a molecular target.
In this study, through an experimental transfection of normal human chromosome 3 into a pancreatic

cancer cell line, it was clarified that the telomerase suppressor gene is located in the 3p21.3
region in pancreatic cancer.
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