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Investigation of new causative genes for malignant hyperthermia
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Eight patients and their families with a predisposition to MH from the CICR
test and six MH patients and their families who did not perform CICR test but were likely to have a
predisposition to malignant hyperthermia were genetically screened using a next-generation
sequencer. We found known causative gene in two samples. Variants in RYR1 and CACNALS, which may be

pathogenic were found in three samples. We plan to analyze the functions of these three variants and
investigate whether they are new causative genes.
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