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The influence of microbiota to neurotoxicity of general anesthesia for
developing brain
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The significant alternation of gut microbiota was induced by 2.1%

sevoflurane 2-hour exposure during post-natal days 7-13. Sevoflurane exposure decreased the relative
abundance of Firmicutes phylum, Ruminococcus family. On the other hand, fecal microbiota
transplantation (FMT) from healthy rats significantly increased the relative abundance of Firmicutes
phylum, Ruminococcus family. Moreover, FMT increased histone acetylation and the expression of BDNF
mRNA in the hippocampus and improved spatial learning ability. Our results suggest that
developmental anesthetic neurotoxicity has a solid relationship to gut microbiota, and the
modulation of gut microbiota has the potency to prevent developmental anesthetic neurotoxicity.
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