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Gene expression analysis of affected blood vessels in moyamoya disease
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During the study period, 21 patients with Moyamoya disease, 6 patients with
aneurysms and 5 patients with intractable epilepsy were sampled from the brain surface arteries and
subjected to comprehensive gene expression analysis using microarrays. Comprehensive gene expression

analysis for messenger RNA was performed on 11 moyamoya disease patients, 6 aneurysms as a control
group, and 3 intractable epilepsy patients. In addition, we comprehensively analyzed long non-coding
RNA expression in the intracranial artery walls of 21 patients with moyamoya disease and 11
patients with non-moyamoya disease, and published the results in a paper.
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Transcriptome-wide analysis of intracranial artery in patients with moyamoya disease showing 2021

upregulation of immune response, and downregulation of oxidative phosphorylation and DNA repair
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