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Examination of the difference between primary and bone metastatic lesion using
comprehensive genome profiling
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Comprehensive genome profiling has enabled the selection of antitumor drugs
based on genetic mutations, but it is dependent on the specimens collected. Bone metastases are more
likely to encompass genetic abnormalities that contribute to tumor progression and yield specimens

with high tumor content. The selection of anti-tumor drugs presented by bone metastases can be
expected to contribute to improved response rates to therapy. Formalin-fixed specimens from two
cases of renal cell carcinoma with good nucleic acid quality and concentration in both primary and
bone metastases were used. In one case, where the primary tumor was a needle biopsy and the bone
metastases were surgical specimens, one sample was taken from each. In the other case, the bone
metastases were heterogeneous in structure, so a total of 8 sites with different structures were
collected. A comprehensive genome profiling was performed to analyze differences in gene mutations.

Bone metastasis Genome profiling



2019 6

2022 4 1 2023 2 28
DNA 3 RNA 1



(Hatanaka Kanako)

(10399834)

Research Division of Genome Companion
Diagnostics, Hokkaido University Hospital Lecturer

(10101)

(Hatanaka Yutaka)

(30589924)

Research Division of Genome Companion
Diagnostics, Hokkaido University Hospital Associate
Professor

(10101)

(Yokouchi Hiroshi)

(60399946)

Division of Clinical Research Director of
Clinical Research Division

(80126)

(Harabayashi Toru)

Division of Operating Room Director of Operating
Room

(80126)

(Maruyama Satoru)

Department of Urology Director of Urology

(80126)

(Noritaka Takada)

Department of Urology Chief of Urology

(80126)




(Abe Takashige)

(10399842)

Department of Renal and Genitourinary
Surgery Associate Professor

(10101)

(Hiraga Hiroaki)

(30501530)

Division of Clinical Research Director of
Hokkaido Cancer Center

(80126)




