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It is unclear whether the effect on chondrocyte differentiation is mediated
with Uhrfl-specific or Dnmtl. Therefore, in this study, we analyzed the function of Dnmtl in
chondrocytes using limbs specific Dnmtl deficient (DnmtlA Prx1) mice with the aim of clarifying the
roles of Uhrfl and Dnmtl in chondrocyte differentiation. Through this study, we found that
Dnmtl-mediated appropriate maintenance of DNA methylation governs chondrocyte mineralization by
regulating energy metabolism through both gene expression and metabolite supply. These findings
suggested that DNA methylation maintenance mechanism plays a critical role in normal limb
development.
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