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Elucidation association between penile cancer and human papillomavirus using
whole genome sequencing
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We extracted DNA from two penile cancer and normal specimen of the case
corresponding to it, respectively, and conducted all genome sequences.
81,103 genomic aberrations of two penile cancer were found and were 43,416 and 37,687 per patient.
306 abnormality (201 and 105) in the protein coding region of those. Two insertion (one and one)
which frame shift mutation happens, two deletion (two and 0) that frame shift mutation occurs, four
deletion (three and one) that frame shift mutation does not occur and five changes (five and 0)
which cause stop codon were detected. The genome structural abnormality was found in 275 places and
was 182, 93 places per 1 case.
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