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Exploration of new therapeutic strategy targeting amino acid transporter in
renal cell carcinoma

Yamagishi, Atsushi
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i Comparison between human renal cell carcinoma cell line ACHN and rapamycin
resistant ACHN (ACHN/RR) using metabolome analysis, most of amino acids were high level but

glutamine was low level in ACHN/RR. In addition, the mRNA expressions of LAT1 and 4F2 were high,
which form a dimer, transport amino acids intracellularly, and pump glutamine out of cell.
In ACHN, ACHN/RR, and other human renal cell carcinoma cell lines, the rapamycin susceptibility is

low in cells with high expression of LAT1 and 4F2. However, knockdown of LAT1 or 4F2 did not enhance
the susceptibility of rapamycin.
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