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Elucidation of PD-L1 expression mechanism and establishment as a therapeutic
selection marker for renal cell carcinoma by integrated analysis of cancer
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We evaluated PD-L1 expression in tumor microarrays generated from 300 renal

cell carcinoma using four PD-L1 immunohistochemical staining (IHC) assays. Although PD-L1 positivity

by SP142 was extremely low, PD-L1 expression assessed with 28-8 correlated with 22C3 and SP263.

Next-generation sequencing analysis was performed to investigate structural aberrations of PD-L1

protein that could affect the antibody binding site of IHC but we could not detect any variants.

PD-L1 mRNA expression did not correlate with clinical prognosis, however PD-L1 protein expression
assessed by 22C3, 28-8 and SP263 showed a significant correlation with prognosis.
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