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Development of novel treatment for overactive bladder targeting bladder
microbiota

Okada, Koichi

3,200,000

(0AB) QoL 0AB
0AB

1000

0AB
0AB 0AB

In order to clarify the relationship between bladder microbiota and
overactive bladder(0AB), we collected specimins and questionnaires for a clinical study to
longitudinally examine changes in bladder microflora and overactive bladder symptoms.

The plan was to collect specimens four times at each visit approximately every three months, but due
to the spread of new coronavirus infection, we decided to analyze cases in which specimens could be
collected at least twice, even if irregularly. At this moment, recruitment of new study

participants has been terminated, and specimens and questionnaires from the second and subsequent

times are now being collected from study participants.We plan to submit all specimens to the
next-generation sequencer after they are collected.
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