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Field change
Investigation of mechanism of bladder cancer formation by molecular analysis of

field change bladder urothelium.
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In bladder cancer, driver mutations are reported to exist as field changes
in the mucosa without pathological evidence of malignancy, and are likely to be associated with
tumor recurrence and bladder cancer development, but the molecular biological mechanism of field
changes has not been elucidated. In this study, we performed a comprehensive gene mutation analysis
of the normal bladder mucosa to elucidate the mechanism of bladder cancer recurrence.

Mutational analysis of bladder normal mucosa collected from bladder cancer patients revealed TERT
promoter, FGFR3, and CDKN2A mutations, all of which were identified in normal urothelium and are
likely to be driver mutations in the genome evolution of bladder cancer.
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