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Elucidation of molecular mechanisms of bone metastasis of prostate cancer based
on big data analysis and search for new treatment/prevention methods

Yuichiro, Sawada
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Based on big data analysis, genes involved in bone metastasis of prostate
cancer were identified. Functional analysis of the gene was conducted to investigate its effect on
factors related to bone metastasis, such as osteoclasts and osteoblasts. We also investigated the
expression of the gene in human prostate cancer to elucidate the molecular mechanism of bone
metastasis in prostate cancer and to establish the basis for novel therapies.
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