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Analysis of one morecule RNA methylation in HNSCC
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It is widely recognised that DNA methylation and other base modifications
have diverse effects, including oncogenic mechanisms. In particular, with the recent development of
molecular biology with the advent of next-generation sequencers, epitranscriptome research in the
RNA domain has been expanding. We have specifically studied DNA methylation in head and neck cancer
using tumour and normal specimens. Recently, we have worked on RNA methylation analysis using
fluorescence methods. Fluorescence m6A assays have shown that the m6A ratio in head and neck cancers

is high in the tumour zone and that the high m6A ratio group has a poor prognosis.

We performed another comprehensive single-molecule RNA modification and accumulated knowledge on
RNA methylation and the mechanism of cancerisation in head and neck cancers, which is more in line
with the actual situation of RNA modification.
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3Prion disease

9Salmonellainfection
12Pathogenic Escherichia coliinfection
13Shigellosis
18Bacterial invasion of epithelial cells
22Hepatitis B
23Epstein-Barr virus infection
2THepatitis C
35Viral carcinogenesis
44Human immunodeficiency virus 1 infection
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57Measles
58Influenza A
76Human cytomegalovirus infection

X 2

2. KEEG Pathway
85 m6A
HPV mM6A




11 11 1 9
tl tl I I 48
2 2022
344-350
DOl
Yamada S, Misawa K, Mima M, Imai A, Mochizuki D, Yamada T, Shinmura D, Kita J, Ishikawa R, 12(8)
Yamaguchi Y, Misawa Y, Kawasaki H and Mineta H
Telomere shortening in head and neck cancer: association of DNA demethylation and survival. 2021
Journal of Cancer 2165-2172
DOl
10.7150/jca.54760
Ishikawa R, Imai A, Mima M, Yamada S, Takeuchi K, Mochizuki D, Shinmura D, Kita J, Nakagawa T, 46(2)
Kurokawa T, Misawa Y Nakanishi H, Takizawa Y and Misawa K
Novel prognostic value and potential utility of opioid receptor gene methylation in liquid 2022
biopsy for oral cavity cancer
Current Problems in Cancer 100834
DOl
10.1016/j -currproblcancer.2021.100834
tl tl I I I I I 156
2021
82-89

DOl




Misawa K, Mima M, Yamada S, Imai A, Mochizuki D, Ishikawa R, Kita J, Yamaguchi Y, Endo S,
Misawa Y and Mineta H

18(1)

Prostanoid receptor genes confer poor prognosis in head and neck squamous cell carcinoma via 2020

epigenetic inactivation.

Journal of Translational Medicine 31
DOl

10.1186/s12967-020-02214-1

Misawa K, Mima M, Yamada S, Misawa Y, Imai A, Mochizuki D, Nakagawa T, Kurokawa T, Oguro M, 10(1)

Ishikawa R, Yamaguchi Y, Endo S, Kawasaki H, Kanazawa Takeharu and Mineta H

Neuropeptide receptor genes GHSR and NMUR1 are candidate epigenetic biomarkers and predictors 2020

for surgically treated patients with oropharyngeal cancer.

Scientific Reports 1007
DOl

10.1038/s41598-020-57920-z

Misawa K, Misawa Y, Mima M, Yamada S, Imai A, Mochizuki D, Nakagawa T, Kurokawa T, Endo S, 43(4)

Kawasaki H, Brenner JC and Mineta H

Overexpression of Sal-like protein 4 in head and neck cancer: Epigenetic effects and clinical 2020

correlations

Cellular Oncology 631-641
DOl

10.1007/s13402-020-00509-5

Misawa K, Imai A, Kanazawa T, Mima M, Yamada S, Misawa Y, Mochizuki D, Yamada T, Shinmura D, 8(10)

Ishikawa R, Kita J, Yamaguchi Y, Misawa Y and Mineta H

G protein-coupled receptor genes, PTGDR1, PTGDR2, and PTGIR, are candidate epigenetic 2020

biomarkers and predictors for treated patients with HPV-associated oropharyngeal cancer.

Microorganisms 1504
DOl

10.3390/microorganisms8101504




Misawa K, Imai A, Matsui H, Kanai A, Misawa Y, Mochizuki D, Mima M, Yamada S, Kurokawa T,
Nakagawa T and Mineta H

39(24)

Identification of novel methylation markers in HPV-associated oropharyngeal cancer: genome-wide 2020
discovery, tissue verification and validation testing in CtDNA.
Oncogene 4741-4755
DOl
10.1038/s41388-020-1327-2
Misawa K, Yamada S, Mima M, Nakagawa T, Kurokawa T, Imai A, Mochizuki D, Shinmura D, Yamada T, 8
Kita J, Ishikawa R, Yamaguchi Y, Misawa Y, Kanazawa T, Kawasaki H and Mineta H
Long interspersed nuclear element 1 hypomethylation has novel prognostic value and potential 2020
utility in liquid biopsy for oral cavity cancer.
Biomarker Research 53
DOl
10.1186/s40364-020-00235-y
tl tl I I I I 156
2021
77-81

DOl

2022




2022

2021

2020







