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Clinical features and genetic background for young onset tongue cancer

OHMOTO, Akihiro
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We analyzed 107 patients who were diagnosed with squamous cell carcinoma of
the tongue at the age under 40 years. Thirty-three of 106 patients (31%) who underwent curative
surgery experienced clinical relapse (25 with localized relapse and 8 with metastatic relapse).
Sixteen initial/relapsed paired samples suitable for NGS were available. Eleven of the 16 cases
harbored any mutation in either initial or relapsed specimen. Any concordant mutation was detected
in 7 pairs, and discordant mutation was found in 5 pairs. Our analysis suggested considerable
frequency of clonal shift in driver genes in relation to clinical relapse. These information would
provide an important clue in elucidating molecular mechanisms of relapse.

TP53



Fanconi
5%

Hilly 30 60
1)
45 FAT1
PIK3CA 7% vs. 26% 3% vs. 15% TP53
93% vs. 76% 2 50
7 TP53 CDKNZ2A CASP8 NOTCH1 FAT1 ATXN1 CDC42EPI1
3)
15 40 107
5 40
251
Cox
Fisher
FFPE DNA 20%
100 mm2 DNA
SureSelectXT Human All Exon V6 Kit Agilent
NovaSeq 6000 system Illumina DRAGEN
20-29 33 30-39 74 64%
75%
1 20
107 3 80% 106 3
71% 33 25 8
16 14 2
TP53 8 highly significant significant mutated genes
11 69%
7 5 TP53
5
TP53 2

discordant mutation

concordant mutation



TP53

1. Oral Oncol 2013; 49: 987-990.
2. Clin Cancer Res 2014; 20: 3842-3848.
3. Cancer 2021; 127: 544-553.






