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IgA response in relation to the salivary microbiota of diabetic patients with

periodontal disease.
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The aim of this study was to characterize the oral bacterial environment of
diabetic patients with a focus on the salivary microbiota and immunoglobulin A (IgA) antibody
response. We found that the salivary microbiota of diabetic and prediabetic subjects was different
from that of healthy subjects. In addition, salivary IgA antibody responses differed among bacterial

species and were associated with salivary microbiota, and may be related to glycemic status.
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