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Search for target molecules for the treatment of Idiopathic gingival
fibromatosis

Okanobu, Ai

3,200,000
NR4AL WT
i i HGF RNA
Kegg-pathway ECM-receptor interaction TGF-beta signaling pathway
NR4AL
a8 all 2 TGM2
NR4AL
NR4AL
NR4AL
a8 all TGM2

When periodontitis was induced in NR4Al knockout mice, marked gingival
swelling with dense collagen fibers inside the connective tissue was observed compared to WT mice.
Next, RNA sequencing was performed using HGF collected from patients with chronic periodontitis or
idiopathic gingival fibromatosis. Consequently, Kegg-pathway analysis showed accumulation of genes
with altered expression in ECM-receptor interaction and TGF-beta signaling pathway, but no obvious
changes in NR4Al expression. On the other hand, integrin a 8, integrin a 11, and transglutaminase 2
(TGM2), which have been reported to be involved in tissue fibrosis, showed fluctuations in their
expression.
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