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i Within microbiota around a dental implant, certain types of bacterial genes
were highly expressed at the transcription level, whereas their expressional changes were not

apparent during the passage of several weeks. On the other hand, bacterial taxa responsible for gene
expression showed diversity among patients with respect to their proportions and changing patterns.
These observations suggest that the bacterial gene expression changes with time passage within the

peri-implant microbiota, whereas changes of bacterial taxa responsible for gene expression with time

passage are diverse. In addition, samples of microbiota at oral disease lesions could be
distinguished by applying machine learning.
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