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Functional significance of variants with different replication fidelity in
influenza virus RNA polymerase.
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Influenza virus RNA-dependent RNA polymerase is error-prone during viral
genome replication.PB1-L66V, an influenza virus polymerase mutant, has reduced replication errors,
suggesting that it is less likely to introduce reverse mutation into the attenuating mutations
contained in live vaccines. PB1-Y82C has increased replication errors and is not prevalent in the
virus population but is present at low frequency in the population.
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