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The objective of this study is to diagnose potential Legionnaires” disease
patients through proactive sputum culture testing and to elucidate the sources of infection. Culture
testing was conducted on respiratory specimens from 189 cases, resulting in the isolation of
Legionella pneumophila serogroup 2 (Lp2) from two specimens. Subsequent phylogenetic analysis of the
whole genome sequences of the Lp2 isolates including those from various environmental sources
revealed that clinical isolates were closely related to the isolates derived from puddles.

Therefore, it was suggested that patients infected with these isolates might have been infected in
locations other than bathing facilities.
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