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Elucidation of the actual status of drug-resistant bacteria/resistance gene
invasion in humans in the market and evaluation of the risk of transmission

Fukuda, Akira

3,300,000

We will elucidate the prevalence (concentration) and characteristics of
resistant bacteria/resistant genes in the intestinal tract of humans in the city, and elucidate the
actual situation of infiltration. Furthermore, in order to investigate the spread between hospitals
and city hospitals, we will conduct molecular epidemiological analysis of city and hospital isolates

to elucidate the dynamics of resistant bacteria/resistant genes in and out of hospitals. From these
data, we will clarify the actual situation of infiltration of resistant bacteria in the city, as
well as the risk of maintenance and transmission, and obtain knowledge useful for the control of
resistant bacteria in and outside of hospitals. Currently, we are clarifying the chronological
variation and invasion of resistant bacteria in the city.
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