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Estimation of the virulence potential of an emerging pathogen, Staphylococcus
argenteus by Pan-genomic analysis
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We sequenced the genomes of Staphylococcus argenteus isolates which we had
collected from non-clinical samples in Japan. We also downloaded whole genome sequence data from
NCBI database and performed comparative analysis with our sequenced genomes. 444 genomes were
divided into almost eight lineages, which composed of both clinical and non-clinical isolates. The
repertoire of virulence factor genes were almost identical among all eight lineages, implying that
all S. argenteus isolates have a potential to cause disease to humans.
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