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Elucidation of the molecular basis of the circannual clock
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Circannual rhythms are approximately 1-year biological rhythms driven by the
endogenous circannual clock and determines the timings of reproduction, hibernation and migration.
Although the molecular mechanisms of approximately 1-day circadian clocks are well understood, the
mechanisms underlying long-term circannual clock is a challenging and unresolved mystery. In this
study, we showed the existence of endogenous circannual rhythms in medaka, and we have also
identified the transcriptional program underlying the circannual rhythm.
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