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CRISPR-Cas enzyme complexes involved in the prokaryotic CRISPR-Cas adaptive
immune system recognize and cleave target nucleic acids complementary to RNA guides. Thus, they have
been applied to various technologies such as genome editing. In this research project, we performed
structural and functional analyses of CRISPR-Cas complexes, such as Casl2k, Casl13bt3, Cas7-11, and
Cas7-11-Csx29, elucidating their diverse action mechanisms. In addition, we determined the structure
of IscB, providing insights into the molecular evolution of CRISPR-Cas9.
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