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Analysis of the pathogenesis of rheumatoid arthritis as infectious disease
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We found that a P. copri strain isolated from the faeces of rheumatoid
arthritis patients (RA-P. copri) induced more severe arthritis than P. copri from healthy
individuals (HC-P. copri) in two different mouse arthritis models. As a molecular mechanism, we
found that RA-P. copri strongly activated dendritic cells and induced more Thl7 cells. Furthermore,
whole genome sequencing of RA-P. copri and HC-P. copri was performed, which revealed that a genomic
region of approximately 100 kb was inserted in the RA-P. copri strain. This genomic region had
sequences specific to the transposon. These results indicate that RA-P. copri acquired this region
by horizontal gene transfer. The absence of this region in HC-P. copri suggests that it may be
responsible for pathogenicity.
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