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Construction of preemptive medicine for rheumatoid arthritis based on proteomics
and artificial intelligence of a medical examination cohort

Ohyama, Kaname
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Rheumatoid arthritis (RA) is a disease that requires assistance and nursing
care due to chronic inflammation caused by autoantigens that lead to joint destruction. The problem
is that there are patients who are refractory to RA treatment and patients who are forced to undergo

treatment with expensive medication and suffer from financial anxiety, so it is important to
prevent the disease in the long term from the onset stage. In this study, we selected a pre-stage
group with RA risk factors from participants in a health checkup and identified a molecule specific
to this pre-stage group. We then found that this molecule increases as RA progresses, indicating
that it could be a future therapeutic target.
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Aibara, J Hashizume et al., Identification of immune complex antigens that are detected prior to early
rheumatoid arthritis symptoms and increase with disease progression: Comprehensive serum immune
complexome analysis to identify candidate disease biomarkers in health checkup cohort study,
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