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The aim of this study is to clarify the effects of non-pathogenic
insect-specific viruses that co-exist with mosquitoes on replication and transmission when
mosquitoes are simultaneously infected with mosquito-borne viruses that cause infectious diseases.
Using two types of insect-specific viruses which we have isolated from mosquitoes, we investigated
the effects of these viruses on the growth of dengue virus type 2 in cultured cells and adult
mosquito vectors. The results indicated that the infection rate and viral replication of dengue
virus 2 were not affected by co-infection with these insect-specific viruses in adult Aedes

albopictus mosquitoes.
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