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Approach toward creating a cytoplasmic male sterility line from a normal
cultivar by genome-editing of nuclear genes
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Cxtoplasmic male sterility (CMS; the phenomenon of pollen death due to

incompatibility between the mitochondrial and nuclear genomes) is used in the breeding of F1 hybrid

varieties. In this study, we found that cultivated rice varieties also have a cryptic CMS-causing

gene, orf288, in the mitochondrial genome, although it is not manifested due to a nuclear Rf gene

that suppress the expression of orf288. We demonstrated that CMS is manifested, when the Rf gene has
a deletion. This study demonstrated the possibility of generating CMS lines by nuclear genome

editing.
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