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A challenge to modify the vernalization requirement of root and leaf vegetables
of Brassica

Fujimoto, Ryo
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This study aims to artificially control the low-temperature requirement of
Brassica vegetables. In this study, we found four extremely late-bolting lines, one of which had an
insertion in the first intron of the BrFLC2 or BrFLC3 gene. These inserted regions were highly DNA
methylated. We suggest that DNA methylation in the inserted regions of these two genes are the
possible cause of the decreased cold response. We also constructed a vector for epigenome editing
using Arabidopsis thaliana to modify histone modifications at the FLC locus.
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4. sgRNA:U6 promoter SgRNA. PRC2 genes: SWN, CLFor MEA
OCSt: OCS terminator. sSfGFP: super-folder GFP. ScFv: single-chain variable fragment. UBQ10p: Ubiquitin 10
promoter. dCas9: dead Cas9. Suntag: Suntag containing tandem repeats of GCN4. LB/RB:

left and right border.
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