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Development of New methodology for Genome-wide Detection of Multi-contact
Interaction between Chromatin Regions in Single Molecular Resolution
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Through this project, | developed a new method, "targeted Pore-C,"™ which
enables the multi-contact analysis in genome-wide with a single molecular resolution. The original
Pore-C method is a derivative version of the genome-wide contact detection method "Hi-C." It can
detect multi-contact using a long-read sequencer and unfragmented library. I improved this Pore-C to

focus on multi-contacts mediated by a specific factor of interest, which was achieved by
introducing a chemical modification to DNA nearby the factor. Development of the new method in this
project gained a sure success and remaining some challenges for practical use, such as improvement
of modification efficiency.
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