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Roles of a transcriptional coactivator in the assembly of germ granules: a
possible link between germ granule phase separation and mitochondrial
homeostasis
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Germ cells are the only cell type that transmits genetic information to the
next generation. Germ cells contain a specialized organelle called germ granules, which play
important roles in germ cell formation and maintenance. We have conducted a genetic screening to
identify new maternal factors involved in germ cell formation, and recovered Spargel (srl), of which

knockdown in oogenesis causes germ cell-less defects in the embryo. To examine how Srl is involved
in germ cell development, we generated srl-null mutants. We found that Srl is a new maternal factor
that plays an important role in the assembly of germ granules. The mammalian srl homolog is PGC-1,
which is known to be involved in mitochondrial homeostasis. Thus far, we fail to obtain firm
evidence whether or not Srl also plays a role in mitochondria homeostasis in the Drosophila ovary.
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