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Functional analysis of novel genes regulating sleep discovered through behavior
screen

Toda, Hirofumi
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Sleep is a biological phenomenon that is conserved in all animals with
nerves system, but its function as well as its molecular mechanisms are poorly understood. In this
study, we will focus on the genes identified through my original large-scale gain-of-function
behavioral screening using Drosophila. | aim to elucidate the molecular mechanisms of sleep using
Drosophila especially focusing on novel genes identified from it, Multiple RNAi lines expressing
pan-neuronally showed that such gens play an important roles in sleep.
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