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Identification of novel pathotypes of diarrheal Escherichia coli by analyzing
clinical isolates in which representative virulence genes for known pathotypes

were not detected.

Ogura, Yoshitoshi
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In this study, we investigated 13 cases of diarrhea outbreaks suspected to
be caused by Escherichia coli carrying unknown virulence factor that occurred in the past in four
prefectures. As a result of determining the genome sequence, serotyping, sequence typing, and
phylogenetic analysis of 149 E. coli strains isolated in these cases, E.coli was presumed to be the
causative agent of the outbreak in 7 cases. The strains in each case were classified into different
serotypes, and genes showing high homology to known virulence factors were also detected in some
strains. In the future, it will be necessary to perform genome comparisons with commensal E. coli
from healthy carriers and larger-scale analyzes using many cases.
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