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Development of the rapid diagnostic method for RNA virus infections by use of a
Nanopore sequencer
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As seen in the examples of the pandemic of SARS-CoV-2 and frequent outbreak
news of mosquito-vectored viral infections such as dengue and chikungunya fevers outside from the
previously known endemic zones, the threats of emerging RNA viruses are extremely rising on the
earth in recent years. In this study, we intended to develop a rapid diagnostic system for emerging
RNA viral infections using a handy sequencer MinlON. Coincidentally outbreaks of chikungunya and
dengue fevers (in Africa) and world-wide COVID-19 occurred one after another since 2019. Here we
report how we responded to these infectious diseases including the use of MinNION.
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