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Adggngage of cohort study with integrated HLA information for personalized
medicine
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HLA gene diversity is associated with more than 100 diseases including
autoimmune diseases. In this study, we used data from health examinations and 37 HLA gene
polymorphisms of the Noto area genome cohort residents conducted at Kanazawa University to verify
the usefulness of highly accurate HLA typing for disease prediction and other personalized medicine.
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