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We previously reported that aberrant regulation of DNA methylation in the
paraventricular nucleus of the hypothalamus strongly affects tyrosine hydroxylase (Th) gene
expression and induces obesity. In this study, we aimed to artificially manipulate the level of DNA
methylation of the Th gene in the hypothalamus using epigenome editing. First, we studied using
cultured cells and were able to reduce the level of DNA methylation of the Th promoter. We used
lipid nanoparticles (LNP) to transfect the plasmid DNA vector into the mouse brain. However, we have

not been able to complete our testing of delivery conditions to induce sufficient changes. We will
continue this project to achieve this goal.
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