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We developed differential privacy-based new technologies to publish various
statistics of genome wide association study (GWAS), such as Chi-square statistic, Cochran-Armitage
trend test, TDT test, and the k-top associated genes. We also developed a method of combining
differential privacy and k-anonymization, related graph theory, a graph-based genome compression
algorithm, graph feature extraction methods for various databases, data protection methods.
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