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Morphological characteristics of the genome stress-induced chromosomal tether
structure
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In highly repetitive genomic sequences, the replicated DNAs tend to be
catenated, and during mitotic phase, these DNA regions are coated by DNA helicase molecules to form
ultra-fine bridge (UFB) structures. In this study, we found that UFB structures develop between
centromeres in mitotic cells after ionizing radiation. We also found that the mitotic checkpoint
molecule BubRl is required for the formation of radiation-induced UFB structures, and that
chromosome fragmentation is enhanced in cells lacking BubR1l after irradiation. In this study, we
established an intracellular microscopic observation flow using FIB-SEM.
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