2020 2021

Correlational analysis of the glycometabolism and functionalities of probiotic
lactic acid bacteria.
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Transcriptomic analysis of Lactococcus cremoris strain 7-1 independently
cultured with five carbon sources revealed that 16 Differential Expressed Genes (DEGs) showed
correlation between expression levels and mucin binding abilities.

Whole genomic sequencing demonstrated that strain 7-1 harbored the genes coding previously described
adhesins EF-Tu and GAPDH, whereas they were not included in DEGs detected in this research.

On the basis of hypothesis that sugar-dependent properties of strain 7-1 are mainly regulated by the
expression of specific gene, detailed functions of 16 DEGs were predicted by using various tools
including SignalP, TMHMM, and InterProScan since the almost of them had been annotated as
hypothetical proteins. A predicted adhesin-like protein, which involves domain of unknown function,
has been supposed to be integrated in variable mucin-binding ability of strain 7-1 via carbohydrate
metabolism-dependent transcriptional regulation.
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