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Revealing the molecular mechanism of E3 ubiquitin ligase underlying plant
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To reveal the regulatory network for plant morphology mediated by the E3
ubiquitin ligase, orthologous genes of rice and Arabidopsis was examined.
I identified RAE3, a gene that regulates the elongation of awn which is spine-like structure at the
tip of rice seed, and clarified its subcellular localization and gene expression patterns. In
addition to that, by collaborative work, we showed that the different genes were selected during
rice domestication in Asia and Africa independently. 1 also analyzed the Arabidopsis RAE3 ortholog,
ATL43. 1 found that ATL43 overexpression caused loss of serrations and dwarf phenotype. Furthermore,
ATL43-TurbolID which is the proximity labeling technique made us identify ATL43-interacting
proteins, among which CIPK9 was found to interact with ATL43.
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