2020 2021

in situ seq RNA

Analyses of post-transcriptional regulation of RNA by in situ sequencing

Sunadome, Kazunori

2,200,000

HybISS hybridization-based in situ sequencing
RNA

RNA
RNA
RNA

RNA
RNA

In this study, RNA localization pattern in muscle cells from human and mouse
was examined with hybridization-based in situ sequencing (HyblSS). The results revealed the
gent-to-gene and species-to-species diversity of RNA localization pattern. Particularly, transcripts
in human tend not to be exported after splicing compared to mouse. Also, nuclear export of these
RNA molecules was enhanced with imposed static tension. These results suggest the relation among RNA
splicing, localization, and static tension, which could produce differences in cellular system of
species.
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