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Re-classification using species comBosigioq of fungus gnat pollinators for
Arisaema serratum s.l. that cannot be distinguished from each other based on
morphology
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The genus Arisaema (Araceae) has rapidly diversified in the Japanese
archipelago and each species selectively attracts different fungus gnat pollinators. This
species-specificity is caused by floral odor rather than flower appearance. If so, several cryptic
species attracting different pollinators may be included in a known species which has been delimited

using morphology. Therefore, (1) a search for cryptic species based on fungus gnat pollinator
assemblage, (2) morphological comparisons and (3) evaluation of genetic differentiation between the
cryptic species were conducted for 680 plants in 50 populations of Arisaema serratum s.l., that is
widely distributed across Okayama Prefecture, western Japan. As a result, A. serratum included two
distinct types that selectively attracted different fungus gnats but were indistinguishable based on
morphology. Genetic differentiation was detected but was continuous between them. Thus, they seemed
to be at a very early stage of speciation.
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