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Endocrinal regulation of feeding behavior for dietary lipids and metabolism
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In this study, I focused on Neurosecretorﬁ protein GL (NPGL) and analyzed
the relationship between its function and nutritional status in the body. We found that NPGL did not

induce significant fat accumulation under a high-fat diet. On the other hand, NPGL exhibited a
function to alleviate insulin resistance and hyperglycemia induced by high-fat diet feeding. In
conclusion, although I could not find a hypothalamic factor that regulates feeding behavior for
lipids, 1 demonstrated a new function of NPGL in suppressing metabolic abnormalities induced by
overnutrition.
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