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Annotation of HAZV segmented genome internal region necessary for viral
propagation
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Hazaravirus segmental genome regions required for transcriptional
replication and packaging into viral particles were explored using a minigenome system, and it was
found that in M-segment untranslational region, 81-162 nucleotides from the end of 5"-terminal may
contain the region important for transcriptional replication. The translational region was also
explored, but no sequences with increased minigenomic activity were found. Since some of the design
and reproducibility of the experimental system created by the predecessor were found to be
problematic, improvement of the experimental system was proceeded by examining the conditions and
constructing a VLP and reverse genetics system. In addition, cell lines that constantly express
Hazaravirus G protein were established, and analysis of mutations in candidate cleavage sites of G
prorein resulted that the location of the most common G protein cleavage site is in the vicinity of

the RRTN site.
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(Matsumoto et al, J. Virol, 2019)
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